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Research Progress of Indispensable Splice Factor SF3a in 17S U2 snRNP

LIN Chan-chan ( College of Chemistry and Life Science, Zhejiang Normal University, Jinhua, Zhejiang 321004 )

Abstract Spliceosome is composed of snRNPs (small nuclear ribonucleoprotein particles) and non-snRNPs proteins. Spliceosome can excise
introns precisely by splicing, forming mature active mRNA. SF3a complex is an important ingredient that forms active 17S U2 snRNP. SF3a is
made up of SF3a60, SF3a66 and SF3al20, SF3al20 interacts with SF3a60 and SF3a66, while SF3a60 doesn’ t interact with SF3a66. The re-
search progress of SF3a of 17S U2 snRNP were elaborated, it was verified that SF3a plays an important role in cell morphology, differentiation,

and its normal growth.
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