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The Codon Usage Pattern for Translation Initiation and Termination Regions in the Whole Coding Sequence of Encephalomyocarditis
Virus
ZHANG Yu et al

Abstract The codon usage pattern for the translational initiation and termination regions of encephalomyocarditis virus (EMCV') was particu-

(College of Veterinary Medicine, Gansu Agricultural University, Lanzhou, Gansu 730070)

larly analyzed. The results indicate that the codon usage pattern with low propensity at some sites in the translation initiation and termination
regions is preferentially existed, and the interesting phenomenon may imply a negative effect on gene expression, which can be explained by

the “minor codon modulator hypothesis” .

Obviously, some information about the pattern of codon usage in the two target regions flanking the

open reading frame of HCV may indicate that the codons with low-usage may have a more obvious effect on translation process. The proposed

“

results imply that the
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minor codon modulator hypothesis” may be applied to both bacteria and some RNA viruses (e.g. EMCV).
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