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Comparison of Both Preparation Methods of PCR Templates of Genomic DNA from Actinobaceteria

NIU Shi-quan et al  (College of Life Science, Northwest Normal University, Lanzhou, Gansu 730070)

Abstract [ Objective | The aim was to compare the two preparation methods of PCR templates of genomic Dna from Actinobaceteria. | Method |
16 strains of 8 genera separated and identified from saline soil of Langfang, Hexi, including Saccharothrix IV23-3-4, Nocardioides V22-5-1,
Promicromonospora 1X5-4-3, Micromonospora 1123-4-1, Actinopolyspora IN8-2-5, Nocardiopsis 1I8-4-3, Sireptomonospora DA01305, Streptomyces
golden groups DA03401, Streptomyces golden groups DA01408, Streptomyces blue groups DA09140, Streptomyces golden groups DA01308,
Streptomyces ash, red and purple groups DA05213, Streptomyces blue groups DA11417, Streptomyces pink spore groups DA04401, Streptomyces
ash, red and purple groups DA04402, Streptomyces ball spore groups DA04307, The liquid nitrogen grinding method and the TE boiling method
was used o treat Actinobaceteria in order to explore the rapid preparation method of PCR template, and the PCR template was amplified of 16S
rDNA, then PCR product was detected by electrophoresis. [ Method] The results showed the two methods both got the clear objective band, while
the TE boiling method simplified the PCR template preparation process of DNA from Actinobaceteria, so could be used to prepare the PCR tem-
plate of high-throughput Actinobaceteria rapidly. [ Conclusion] The study provides an effective method for repaid identification and systematic

classification of large quantities of strains.
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