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A Fast Hair Shaft DNA Extraction Method and Its Influence on PCR Amplification

GUAN Zheng et al (Institute of Quality Standard & Testing Technology for Agro — Products, CAAS, Beijing 100081 )

Abstract [ Objective] To establish a fast and stable hair shaft DNA extraction and amplification strategy, and make it to use in animal hus-
bandry and wild animals protection. [ Method] An improved PCR buffer fast extraction method and 2 rounds of PCR strategy were adopted to
extract and amplify DNA locus of cattle hair shaft. [ Result] The result showed that this strategy even can extract nuDNA (nuclear DNA) and
amplify its target genes from 0. 1 mg (about 1 cm) hair shaft. It successfully extracted DNA from all 48 hair shaft samples of cattle. In amplifi-
cation stage, 68 of 72 amplification samples have got its target genes. [ Conclusion] This method can extract nuDNA from hair shaft and ampli-
fy its target genes fast and stable, which lays a foundation for application of hair shaft in relevant field.
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DNA 260 nm &b I , LB TGk A ol A5 0 125 52 B
SRR I AS R URE B2 1) P 1 4l Ak B 42 1R
HE AR BT U9 nuDNA HEATHIEE B, [EBR L
] 22 SR BUSZ I 985 52 5 PCR SHEBGRAR o DNA 34T
PEAGE 0 R O XA B B AR B S BRI
T T R A5 I E T DNA S, LA 532 S % b
%5 TS TR TE 43 7 A 2 25 B S AU s BT IS P
T s AEH] T IE TR RS T (P E 25 ) 2010
R4 = PR IX B AN DNA 5% BB 2 W45 — 3, 960k
Yetayk” B0 E T nuDNA St AT TR . 452
589 nuDNA 5B 2,

%2 nuDNA &8
nuDNA &8 (8 L#4) / ng/ml
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1 2 3 4 5 6 7 8 X sD
5.0 mg/100pl 53.8 52.8 52.8 51.8 55.1 61.7 41.5 48.8 53.1 4.0
2.0 mg/100 pl 32.4 36.6 24.3 37.2 33.5 35.5 28.2 24.1 31.5 5.0
1.0 mg/100 pl 25.2 25.3 17.1 26.4 23.4 30.6 23.0 2.7 24.2 3.6
0.5 mg/100 pl 17.3 17.6 15.7 23.2 19.5 18.7 12.3 16.1 17.6 3.0
0.2 mg/100 pl 14.6 13.4 6.2 13.6 13.7 15.4 11.8 9.4 12.3 2.9
0.1 mg/100 pl 12.2 10.2 6.8 10.5 8.5 10.0 11.6 7.6 9.7 1.8
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