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Abstract

(Hunan Cotton Research Institute, Changde, Hunan 455000; Cotton Re-

[ Objective | The aim was to obtain high quality mitochondrial RNA isolation of cytoplasmic male sterility in cotton. [ Method ] Taking

CMS line of G. harknessii as material, a method of mitochondrial RNA isolation was constructed. [ Result]The protocol was that cotton mitochon-

dron was isolated firstly and then mtRNA was extracted using an improved CTAB method. And finally the higher quality mtRNA was obtained.

[ Conclusion] The study successfully obtain higher quality mtRNA.
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