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Molecular Identification of Fruit Fly Larvae from Intercept Entry Passenger Illegal Carrying Guava
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Abstract

on the DNA barcoding and BOLD system, a series of studies, including sequencing, alignment and analysis, were conducted based on the mi-

(1. Technology Center of Hebei Entry-Exit Inspection and Quarantine Bureau, Shi-
[ Objective ] The aim was to explore application of DNA barcoding technology in rapid identification of fruit fly. [ Method] Based

tochondrial cytochrome oxidase subunit I (COI) gene using fruit fly larvae samples collected from intercept entry passengers illegal carrying
guava. Adult morphological classification was carried out in order to verify the results of the molecular classification. [ Result] All of the 11
larval specimens were Bactrocera dorsalis (Hendel). [ Conclusion] The results lay the basis for exploring application of DNA barcoding tech-
nology in rapid identification of fruit fly and promoting the timeliness of quarantine for Hebei entry-exit inspection and quarantine departments.
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