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Abstract
for making the immunity test and evaluating the immune effects. [ Method ] Taking recombinant plasmid pcDNA-VP3 as the template, using
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[ Objective | The research aimed to construct recombinant adenovirus expressing VP3 gene of goose parvovirus and lay the foundation

GPV-VP3 as target gene, the recombinant adenovirus vector of GPV-VP3 was constructed. The recombinant adenovirus that could stably express
VP3 gene of goose parvovirus was obtained by transfection. The expression situations of GPV-VP3 were detected by IFA and Western-blot detec-
tion. [Result] The complete sequence of amplified GPV-VP3 gene was 1 605 bp. pCR259-VP3 plasmid could transiently express in QBI-

HEK293 cells. And the molecular weight of recombinant protein was about 60 Ku. [ Conclusion] The construction of recombinant adenovirus laid

a foundation for the research and development of a new vaccine of GPV and its experiment in vivo.
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