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Research Progress of Genes which Relate to the Biosynthetic Pathway of Anthocyanins

ZHANG Yun-jie, PAN Yi-chen, WANG Ru-xi, ZHANG Jie" et al (Harbin Normal University, Harbin, Heilongjiang 150025 )
Abstract Anthocyanins are natural pigments, green health care products, fruit and ornamental flowering plants can be produced by such
means as genetic engineering technology. Currently, the genes relate to anthocyanins biosynthesis have successfully been isolated and cloned
from Antirrhinum majus, Zea mays, Petunia hybrida and other plants through as PCR, protein purification, transposon tagging, etc. Anthocya-

nin biosynthesis-related adjustment advances in genetic and structural genes were reviewed.
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