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A Suitable Total Microbial DNA Extraction Method for Building Genomic Library

GAO Yue
Abstract

(Suzhou Polytechnic Institute of Agriculture, Suzhou, Jiangsu 215008 )
Improved method was used to extract soil microbial total DNA | and the dialysis method was adopted to purify DNA. Compared with

PowerSoil DNA isolation Kit of MO BIO company, the obtained DNA was analyzed. DNA per gram of soil is obviously higher than that of kit
method. A,/ A, and A,/ Ay, also achieves the ideal level, the segment is larger and less impurities, indicating that it is an economic and

convenient soil microbes total DNA extraction method, and is more suitable for building high quality metagenomic library.
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