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Molecular Cloning and Expression Analysis of Chalcone Isomerase Gene from Pingguoli Fruit

SUN Bai-ling', QU Bai-hong’ , YANG Hong-xia*, CAO Li*" et al (1. Vocational and Technical Education of Weichang Man-Meng Na-
tionality Autonomous County, Chengde, Hebei 068451 ; 2. Agricultural College of Yanbian University, Yanji, Jilin 133002)

Abstract Pingguoli fruit was used as material in the experiment, CHI gene cDNA sequence (fragment) was cloned, accession number:
JN120854, partial sequence was 444 basepair, coding 148 amino acids. Bioinformatics analysis results show that CHI amino acid sequence ho-
mology is 90% with other plant, and CHI amino acid of the Pingguoli had closer relationship with Shali, there was a commonly used restriction
enzyme site for BamHI from CHI gene ¢DNA sequence. The semi-quantitative RT-PCR technique showed that as fruit mature, expression of
CHI gene is increasing constantly about bagged fruit and not bagged fruit, but bagged fruit of expression obviously higher than not bagged fruit

in the fruit mature.
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