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Abstract

ular markers to analyze the genetic diversity of maize germplasm resources. [ Result] Nine primer of high polymorphism and good repeatability

Changzhi,

Shanxi Academy of Agricultural Sciences,
[ Objective | The aim was to clear main genetic diversity characteristics of main corn strain in Shanxi. [ Method ] Using ISSR molec-

were used to amplify the germplasm material on the test. 74 bands were amplified, including 56 polymorphism bands. The percentage of poly-
morphism bands was 75.7% . Application of DPS software clustering analysis was carried out on the experimental results, and built the cluster

analysis tree. The test germplasm materials were divided into five groups at the genetic similarity coefficient of 0.55. [ Conclusion] The study

provided theoretical reference for the selection of hybrid parent and maize breeding in the future.
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