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Abstract
703-bp fragment of S9 gene of SRBSDV was produced through PCR amplification, cloned and sequenced. The results show that the S9 gene i-
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[ Objective | Construction of RNA silencing expression vectors resistant to Southern Rice Black-Streaked Dwarf Virus. [ Method ] A

dentity is as high as 99% . The fragment was cloned into RNAi vector pDS1301. The positive clones were detected by PCR, enzyme digestion.
[ Result] The experimental results showed that RNAi vector resistant to SRBSDV was constructed successful. [ Conclusion ] The vector of
pDS1301-S9 by using part of the S9 gene fragments was constructed for SBRSDV virus, the result laid a foundation for creating the rice new

germplasm of resistance to SBRSDV.
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