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Cloning, Expression, Purification and Interaction with aké Research of Fibrillarin in Arabidops thaliana

LI Ran et al (College of Life Science, Capital Normal University, Beijing 100048 )

Abstract [ Objective | To study cloning, expression and purification of Fibrillarin in Arabidopsis thaliana, and explore interaction with ak6.
[ Method ] By using pGEX-6P-1 and Fibrillarin to construct recombinant expression plasmid, and then transferred into E. coli BI21 (DE3) to
conduct induction expression. The same method was used to construct prokaryotic expression plasmid to obtain His — ak6, in vitro pull down was
used to verify the interaction. [ Result] The purification concentration of Fibrillarin is the highest under the condition of 37 °C , induction time 16
—20 h, IPTG concentration 0.5 mmol/L. The experiment successfully obtained RNA in accordance with the standard. The pull — down test re-
sult showed that Fibrillarin and ak6 has interaction effect in Arabidopsis thaliana. [ Conclusion] Tt was concluded that due to the lack of ak6 in
Arabidopsts thaliana mutant plant, the processing of rRNA precursors was affected, thereby inhibited the synthesis of ribosomes, hindered the

growth of Arabidopsis thaliana, thus the plants showed an obvious short symptoms.
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