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Response of Defense-related Genes of Populus tomentosa Induced by Botryosphaeria dothidea

ZHANG Xiu-ying, ZHANG Xing-yao et al (School of Forestry, Northeast Forestry University, Harbin, Heilongjiang 150040)

Abstract [ Objective] To study the response of defense-related genes of Populus tomentosa induced by Botryosphaeria dothidea. [ Methods ]
Total RNA was extracted from the bark of Populus tomentosa before and after inoculation by Botryosphaeria dothidea. Barks mRNA were puri-
fied and transcribed into cDNA. Constructed a poplar-pathogen interaction ¢cDNA library from fungus inoculated poplar bark 72 h post-inocula-
tion (hpi), randomly selected 199 positive cloning. Selected unisequences defense-related, and further analysis by quantitative real-time PCR
(qRT-PCR). [Results] 172 EST sequences showed homology to sequences with assigned putative identity in public databases, including 32
sequences associated with defense-related genes. [ Conclusion] The expression of these genes was significantly increased in Populus tomentosa
induced by Botryosphaeria dothidea. It is expected that this study will lay certain foundation for cloning of major genes of Populus tomentosa
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having function of resisting Botryosphaeria dothidea.
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CXY1446 kunitz trypsin inhibitor TI3 (KTI3) CTCGGTGACCTTTGATCCTTATGTG CGGTCACAATCAATCTCCTCTGAGT
CXY1804 P450 like protein precursor TCCCAGGGACAAAGTGAACATTCTAG ATTGTAGCTTTTGATGTTGGCAGGA
CXY1421 zine finger protein( Cys/His-rich) TAGCAACGATGAGTTCATGTGAGGA ACCCAAACCCTTGAGCAGTCATAGT
CXY1313 beta-glucosidase (Bgl) GACTCCGTACCTCAGCAACCAT TCACAAACGAAAGACGCCTC
CXY1727 Cysteine proteinase inhibitor GGGCCGTCGTTTAGTGGTG CCTCTACTCCAAGTAAACGTGCAA
CXYO0112 actin depolymerizing factor 7 ( ADF7) GACTTCACTGCGTGTTTG CCTCTACCTGGAACTTCA

CXY0504 calmodulin binding TGCACTCCACTCCACTAAGAAACA TGACTGTCCTGCCATTCCTCA
EF-la CAAGCCCATGGTTGTGGAGA CACCGCTGGGATCCTTCTTC
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CXY1421 3 zinc finger protein( Cys/His-rich) [ Pinus radiata ] 2e =29 Contain the EAR transcriptional repressor domain
CXY0504 1 calmodulin binding [ Arabidopsis thaliana ] le-10 Promote the generation of reactive oxygen species
CXYO0112 15 actin depolymerizing factor 7 (ADF7) [ Populus trichocarpa | 8e -36 Regulate actin dynamics in plant cells

CXY0415 1 class I chitinase [ Elaeis guineensis | 3e-10 PR-11 family protein

CXY1313 1 beta — glucosidase (Bgl) [ Ricinus communis | 4e -1 PR-2 family protein

CXY1446 1 kunitz trypsin inhibitor TI3 (KTI3) [ Populus tremula ] 0.0 PR-6 family protein

CXY1727 1 Cysteine proteinase inhibitor [ Ricinus communis | le-16 Same above

CXY1804 5 P450 like protein precursor [ Phillyrea latifolia ] 3e -39 P450-Involved in generating lignin

CXYO0511 4 strictosidine synthase (STR) family protein[ Silene latifolia ] 6e —04 PR-10 family protein
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