LZHR A FRLEE | Journal of Anhui Agri. Sci.2014,42(13) ;3907 —3910 EERE KEIg BEREX 2

EKSEMERSES 16S rDNA £7F

1 1 =1 = bl g gl g o2
ML EAE VEE L BER AR RAF L ERE
2. B B PCE ERERE, R W] 650224)

B\

(1. TR R B BL A HR B, 7 H L1 6502015

HE [0 B LR RAELE, FHERAL TN, [T R INZHEERRELRE R TARIITHE B 53E5HK,
G2t B B AR AT 5 16S 1DNA K2 R KA oM. (BRI BIEHR3 1 thwid, & 4 % AhI305, 2 A RE T ANLKEA
16S tDNA A% Z F o7, SR A KA M . [ 50 55T A Wit RN &g KA N7 A6 R R A H

KR EAKAEIE ;5 5 %57 ;168 tDNA
hESHES  S182;093 -331 TEARIARE A XEHE 0517 -6611(2014)13 -03907 - 04

Isolation and 16S rDNA Identification of Aeromonas hydrophila
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Abstract [ Objective] The aim was to isolate and identify Aeromonas hydrophila and establish the phylogeny. [ Method] Lesion tissue of fish
was collected from a certain farm in Yunnan Province, and then the isolated strain was identified by preliminary identification, 16S rDNA iden-
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tification and phylogenetic analysis. [ Result] The bacteria were isolated and named as Ah1305. Through the morphological identification, bio-
chemical test and 16S tDNA phylogeny analysis, it was identified as Aeromonas hydrophila. [ Conclusion] The study can provide reference for
quick and accurately test the disease caused by Aeromonas hydrophila.
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