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Genetic Diversity of Magnaporthe oryzae in Western Hubei Province in 2011
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Abstract
ture. [ Method ] The Magnaporthe oryzae spores were isolated from the infected rice panicles, which were collected from western Hubei Province
area in 2011. Cluster analysis of the test samples was conducted by RAPD, REMAP and rep-Pot2-PCR. [ Result] 29 Magnaporthe grisea strains
were isolated from 9 panicles. The result of cluster analysis showed there were 5 genetic lineages at similarity coefficient of 0.75. Lineages III
and TV, which included 7 strains and 19 strains, respectively, were dominant lineage. [ Conclusion | Magnaporthe oryzae in West Hubei Province
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[ Objective | To enlarge the physiological race library of Magnaporthe oryzae in Western Hubei Province, analyze the population struc-

in 2011 was divided into 5 genetic lineages.
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