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Cloning and Sequence Analysis of Bovine Neospora caninum IMP1 Gene

ZHANG Lei, LU Cheng et al  ( Agricultural School of Yianbian University, Yanji, Jilin 133002)

Abstract [ Objective | In order to understand IMP1 genitival biological characteristics, analyze cloning and sequence of bovine Neospora cani-
num IMP1 gene. [ Method] PCR technology was applied for amplification of IMP1 genes. The products of purified PCR were connected with
pMDI8-T Simple Vector to construct the pMD18-IMPI1 cloned plasmid, then PCR identification and enzyme digestion identification of recombinant
plasmid were conducted. The positive plasmid was identified by sequencing analysis. [ Result] Neospora caninum IMP1 amplified by PCR is 762
bp, the analysis of sequencing results shows that the GenBank (XM_003879531.1) IMP1 is 99% in gene homology. [ Conclusion] The method

laid a foundation for expression and subsequent research of Neospora caninum /MP1 gene.

Key words

BT HU (Neosporiasis ) J& Hi R 7 Hu 512 i) Z2
K E WP B, 3200 5 DA & ™ S , LA SGR A=
i LAIZ SRR 28 R GE P ' o 1988 4F Dubey % M
B AR B T Uk K i &4 o R R L R
L O AR N 7 A S SR TR O s AR 1)
BT O AR AT HUR o B e A T
AU, B b B O 2L RE A AN B R 2L AR
A ZR L DA R B O S A TR D A i |
RAEERE IS RS F Ol R T KA 254
o, UEAE TR R IMPL R 2011 4RAE
EAUSESEHBR A R I — 2 A S ORAP i B L (HI%
HEARRIEFIIRE R A, Cui 55X KBl HL IMP1 5
DRI AT T S R LR 5 o R T 2R DR T
il HU IMPY BE PR ) A= )2 e e, SE 38 %8 IMP1 R (R 3R AT
VeSS P8 534, B 1E Ry IMPL 5E IR 25K K e S0 98 28 38
Fedi
1 #R5FEZE
L1 B
L1.1 kRS bk, Ecoli. DHSou BRI K KB 17 HU 35 bhbk
FVRZ A Yk B AT A Py P e 2 S 28
1.1.2  F3K5], DNA Marker2000, pMD18-T Simple Vec-
tor Xhol .EcoRIFI ExTaqg DNA R4, W B =49 TH/A 7]
(K ) s Bk f a0 & 2 A KO TG AN DNA BEE o]
WO &, W8 H OMEGA 23 ) 5 A i) 45 5 [ 7 73 Hr 4l 2%,

E£WME BRARKXAFAA(31160501;31360605) ; F + 4 £ &A%
% R B (20140204078NY ); F #k 4 F F A A &
(201201076) ,

KEF(1991 - ) o, ERBAFA,ALHRAE,BFRF 65
TR, «BRMEH HR, HEAFH ANEL>TAY
FHR,

KRS A 2014-04-29

EEEN

Neospora caninum; IMP1 gene; Clone; Sequential analysis

ik

1.2 FHi%

1.2.1 59T & . N Primer Premier5. 0 K& Oli-
206. 0 BT T —XF 514 PLLP2, 514 1 de g2tk W8
ARAF A M. (P1) LiE: 5 CGGGATCCATGGGAGGCGTTT-
GCTCTAA 3'; (P2) T W%: 5" CGGAATTCTTCAATGCCGGT-
CAGAAGC 3,

1.2.2  IMP1 E:H K PCR 4738 5 %@ . LR B AR
BREEDI41 DNA St PCR S BLEA R H 25 pl:2 pl dNTP,
ik DNA 5 ul, EREFT 74 1 pl, Taq i 0.25 pl,2.5 pl
10 x PCR Buffer,ddH,0 13.25 pl, {4k PCR JZ J& 544 :95
CHAEN: 5 min,94 CAEPE45 5,58 CiB 2k 1 min,72 CIEAH 1
min, #1730 ANMER, i fa 72 °C &4 FEAH 10 min, PCR 2
VRS Y S i Wi/ B e et R € ol I8

1.2.3 IMP1 KLy 5efE. H] pMDIS-T Simple Vector 55 4f
feInlie i) IMPL J BEiE AT 42, 7% A E. coli. DHS o JE 32 25 4
L, iR T LB R RS 55 3 b (& Amp Bt 0 1€ FH P
1.2.4 E ORI PCR %@ SIS . 48 4 FokL
DNA, W Ff] P1.P2 #4T PCR %5 ; W ] EcoRIFT BamHI#4T
Y] %7 o

1.2.5 IMP1 L4 5 BE P 500 e 55 0. B 5 I 1
PR v R TRORLA A b 1 R A Wb AR 28 w1 R4 T e, JFfefi 1
T AW ERR A DNAstar 22 50600 P 45 SR 47534

2 H#R545%H

2.1 BWEESYHE DRI R T 5 Mk A
DNA Syt , PL P2 R34, 935 th R BLR Bl 762 bp 1)
IMP1 BRI B (1)

2.2 EHAER pMDIS-IMPL (& E B IMP1 A Y
pMD18-T Simple Vector JFUAv 7% £z, M1 3K 15 5 2H ¥a [ 5Tk



42 £ 15 3

kBEF FRRFHIF R IMPI

A B SL S 5 5 AT 4567

pMDI8-IMP1, i#£47 PCR 43 , #5481 5 H AL 1 B/ h—8Uk
i, UL BBk & IMP1 JEIN . 28 EcoRTHT BamHIXLU

DY 155 762 bp 19 B 19 BOAT 2 692 bp 844 B (14
2) , UiH IMP1 B[R 2 7akES] pMDIS-T Simple Vector |

~=— 2 500 bp

2 000 bp —=

1 000 bp —=

7E:M:DNA Marker DI2000;1 ~2./MP1 3£[X PCR ¥ H47=4);3 .

M

1 2 3 2 000 bp —m

1 000 bp —=

~-—762 bp

FH TR BT
& 2

ATGEGAGGCGTITTGCTCTARARRGCACAGCGGATTCATCCARGGEGTCGTARCAGTGAGTCG
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ATGGGAGGCGTTTGCTCTARALGCACAGCGGATTCATCCAAGGETCGTARCAGTGAGTCG

ARAGCRARCCGAGGCTGAGCGEECEETTGCAGTEECEEAGGETCTTCARACCGCEGCAGRAD
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GTCACAGARGAAGGCARAAATGGAGACACCCGAGTCORACGTATCTGTTGTGGAAGCAGTG

ATCAGTAGCGATCTGGCTGATCTTCCTGARCARGTCGAGCATGTTTCGCCCAGGGATTTG

Perreerrrrrree e et et et et et v et et e
ATCAGTAGCGATCTGGCTGATCTTCCTGRARCARGTCGAGCATGTTTCGCCCAGGGRATTTG

GRACTGCTTCGGECAGGCTCGCGAGCAGGTGAAGGCGACTGEEGGACCCGTTATTACGGAT

crrrerrererreerrerrrrrrr e et e e e et e ey
GRACTGCTTCGECAGGCTCGCGAGCAGGTGARGGCGACTGEEGEACCCGTTATTACGGAT

GTCACARACTCAGATGEGCARRACCGCCGAGAGTACARRCCGAGEGCTTCGGCTTACGEG

trrrerrrrerreerrerrrrerrrerrr e e e e e e et e e e ey
GTCACAARCTCAGATGGGCARRACCGCCGAGAGTACARRCCGAGGGCTTCGGCTTACGGE

CTGTACGTGCCTGACARGEGECEGEARGCCTGATCCTCCTTTGGTTGARGCARGAG

||IIII|]I||IIII|I|||I|IIII||]I|IIII||I||IIII|||||I|II|I||II|
CTGTACGTGCCTGACRAGGGCGGRAAGCCTGATCCTCCTTTGGTTGRRGCARGAG

CTTTCTCCTGAGGAGEAGGAGALAGCTGECALARTCCTTGTGTCTTTCGTCCCTGCTCTC
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