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Abstract
recombinant clones were detected by both PCR technique and restriction enzymes. The OsGL1-2 antisense fragment and promoter were se-
quenced. Results showed that the lengths of the both DNA fragments were 417 bp and 2199 bp, respectively. The OsGL1-2 promoter + OsGL1-

2 antisense fragment from intermediate vector pUC19 was cut off and cloned into the multiple cloning sites of the plant expression vector pCam-

(1. Jieyang Vocational & Technical College, Jieyang, Guangdong 522000 ;

OsGL1-2 antisense fragment and its promoter were amplified by PCR technique and cloned into the same pUC19 clone vector. The

bial380, which can be used as antisense expression vector pCamGL1-2 for down-regulation of OsGL1-2 gene.
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