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Application of Polymerase Chain Reaction (PCR) Technology in Environmental Monitoring
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Abstract

detection is widely used in the environment monitoring. The principles and the application status quo in environmental monitoring of the improved

(Shanxi Environmental Monitoring Center Station, Taiyuan, Shanxi 030027)
Because of polymerase chain reaction (PCR) technology’s specificity, high sensitivity, as well as the advantages of quick and easy

PCR new technologies such as the reverse transcription PCR, the multiplex PCR, the real-time quantitative PCR, the immunocapture PCR, as
well as the denaturing gradient gel electrophoresis technique was reviewed. PCR technology as a powerful experimental tool used for environmen-

tal microbial testing, biological damage, microbial structure and diversity analysis at the molecular level, has a broad application prospect.
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