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Screening of Marine Fungi in Different Habitats with the Antibacterial Activity
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Abstract
strains of marine fungi were isolated from three different habitats along the west coast of Haikou, Nan Dujiang mouth out, and Yan Feng man-

[ Objective | To determinate the inhibitory condition of marine fungi coastal waters of Haikou in different habitats. [ Method | 162

grove, and the antibacterial effects of marine metabolites on the 4 strains of pathogenic bacteria were measured by K-B assay. [ Result] The
present study showed that 82.72% of total marine fungi have different degreed bacteriostasis, which isolated from the mangrove habitat fungi
have highest antibacterial activity, and second was isolated from habitat at the west coast of Haikou, and lowest antibacterial activity were iso-
lated estuariy habitat marine fungi. [ Conclusion] So the metabolism products of islolated from difenent habitats fungi have diffennt degree anti-

bacterial activity, and we can conclude that screening target strains should from the purpose of habitat.
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