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Analysis of the Genetic Mode of Restorer Genes Rf3 and Rf4 for the WA — CMS System in Rice
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Abstract [ Objective | To analyze the genetic mode of restorer genes Rf3 and Rf4 for the WA-CMS system. [ Method ] The BC3F2 popula-
tion, possessing the genetic background of the SSSLW23-07-06-01-09, was generated from the crosses between the SSSLW23-07-06-01-09 ( re-
curent parent) and the WA- CMS line of BobaiA by backcrossing and marker-assisted selection. In the BC3F2 population, the plants carrying
the RBRIB/RARMA rf3rf3/RIARS genotype were selected, their phenotyping for fertility in pollen and spikelet were evaluated. [ Result] The
results showed that two pairs of dominant genes governed restoration of pollen fertility restoration, and some modifying or minor genes were in-
volved in the inheritance of restorer ability besides Rf3 or Rf4 in SSSLW23-07-06-01-09, indicating that the genetic mode of Rf genes showed
a qualitative-quantitative characteristic for WA and DA-CMS system. [ Conclusion | The study provided a theoretical basis for the study and use
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