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Isolation, Identification of Lactic Acid Bacteria from Bamboo Shell Natural Fermentation Products
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Abstract
munity was constructed from the natural fermented products of the bamboo shell by continuous restricted subcultivation in the MRS — S broth. The

(Quality and Technology Center of Ningxia Tairui Pharmaceulical Co. Ltd. , Yinchuan, Ningxia
[ Objective | To obtain the community that could accelerate the fermentation of the bamboo shell. [ Method ] A lactic acid bacteria com-

strains could lower the pH of the broth quickly, and produce high amount of lactic acid. Some of the fermentation characteristics of these four
strains and the community were also studied. [ Result ] The results of 16S rDNA sequencing showed that the closest species of four clones were Lac-
tobacillus plantarum subsp, Lactobacillus plantarum, Lactobacillus sp. , Lactobacillus pentosus. The pH value of the strains dropped to 3. 16 and
the amount of lactic acid reached 11.41 mg/mlL after 24 h cultivation in the broth. [ Conclusion] The compound strain could grow well in 10 —

45 Cand pH 3 —9 environment, it is suitable for the wide application of bamhoo shell silage in different regions and environments.
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Table 1 Morphological characteristics of selected strains
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2.2.3 165 rDNA J¥5153#r. F 16S rDNA 5B SC1E ) 7 ik
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2 TEPESER) 16S rDNA F3453H
Table 2 16S rDNA sequence analysis of the clone library
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Table 1 Shape of Akebia trifoliate ( Thunb. ) Koidz. fruit and seed
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Number Fruit shape Seed number// ki Seed shape
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