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Abstract

height, stems per cluster, fruits per cluster, single panicle weight of wild population of A. oxyphylla in Hainan and variation coefficients were

[ Objective ] The aim was to analyze the genetic variation of wild population of Alpinia oxyphylla. [ Method] The average plant

calculated. [ Result] There were significant difference among traits and variation coefficients, with abundant genetic diversity. [ Conclusion ]

Several excellent characters can be screened out from wild population of A. oxyphylla in Hainan for variety improvement.
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Table 1 The average value,standard deviation and variation coefficient of morphological characteristics among populations of wild A. oxyphylla
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material value value deviation coefficient // %
B AZEFFEL Number of stems per cluster /£ 27 9 50 30 11 33.33
¥k Plant height // cm 270 150. 60 256.10 205. 68 22.66 11.02
2 NS Number of panicles per cluster /4~ 27 4.00 42.00 17.31 8.34 48.18
PAFETE Single panicle weight // kg 81 0.03 0.08 0.05 0.01 20.00
PR S PE 4 Frait yield per cluster / kg 27 0.25 1.45 0.78 0.34 43.59
TORLE 100-seed weight // kg 81 0.08 0.18 0.15 0.03 20. 00
SRS EAPS Fruit yield//kg/hm2 27 1249.95 11 498.85 4569. 15 148.15 48.64
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