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New Progress in Molecular Markers and Related Genes of Cucumber Downy Mildew
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161006 )

Abstract Research progress of the molecular biology of cucumber downy mildew was reviewed from the aspects of the characteristics, occur-

rence regularity, molecular marker, pathogen of cucumber downy mildew, related isolation and identification of downy mildew gene. The di-

rection of future research was forecasted.
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