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Layout and Analysis of Worldwide Patents on the Designer Nuclease Technology of Crops Improvement
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Abstract Based on the Derwent World Patents Index database (DWPI) , the layout of worldwide patents on the designer nuclease technology

of crops improvement was analyzed. The development trend of key technology, technique distribution area, situation about patent applicants

and competitors, distribution of technical efficacy were revealed, so as to provide reference for technology research and development and patent

layout of researchers in China.
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Fig.1 The global temporal trend of designer nuclease technology
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Fig.3 The global target market countries distribution of designer nuclease technology
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