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Detection Research of Vibrio parahaemolyticus
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Abstract
Vibrio parahaemolyticus accurately ,thus it eliminates doubts among other researchers about the specificity of the gene. [ Method ] The primer and
probe of toxR in SN/T 1870—2016 was used to detect Vibrio parahaemolyticus and its Vibrio related standard strain. [ Result] The real-time fluo-
rescent PCR method proved that the primer and probe could only amplify Vibrio parahaemolyticus ,and other Vibrio species such as Vibrio vulnifi-
cus , Vibrio vulnificus and Vibrio cholerae were not amplified. [ Conclusion ] The specificity of toxR primers and probe in SN/T1870—2016 was con-
firmed high. This study can provide data support for the testing organization,and lay a more solid foundation for the detection and research of V.
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[ Objective | The specific detection of toxR in Vibrio parahaemolyticus was used to investigate whether the toxR target gene can detect

Parahaemolyticus.
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Table 1 Primers and probe used in the experiment

H's 5l BEHFFI(5'—3")

No. Primers The sequence of primers and probe

1 F 5" - GCGACCTTTCTCTGAAATATTAATTGT -3’

2 R 5" -CATTCGCGTGGCAAACATC -3’
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Fig.1 Specific experimental amplification
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Table 2 Specific experiment results
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Fig.4 Aquaculture areas of shrimp and crab breeding in the sea
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