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Abstract
from diseased pig farms and slaughter houses, classical swine fever virus( CSFV) , porcine reproductive and respiratory syndrome virus( PRRSV)
and porcine epidemic diarrhea virus(PEDV) were detected by RT-PCR, porcine circovirus 2(PCV2) and porcine pseudorabies virus( PRV) were
detected by PCR. [ Result] The infection rates of CFSV,PRRSV,PEDV ,PCV2 PRV in diseased pig farms were 3.98% ,11.36% ,0,28.98% and
4.55% , respectively, and those in the slaughter houses were 1.00% ,2.00% ,0,29.00% and 3.00% , respectively. The analysis of the mixed in-
fection in pig herd showed that the coinfection rate of PCV2 with other viruses was the highest. In the diseased pig farms, PCV2 + PRRSV was the
most universal double infection, the positive rate was 5. 11% , posteriorly was PCV2 + PRV and PRV + PRRS, the positive rates of the both were
0.57% . In the slaughter houses, PCV2 + PRV was the most universal double infection, the positive rate was 1.00% . [ Conclusion ] PCV2 had the
highest infection rate not only in morbidity farms, but also in slaughter houses. And PCV2 coinfection with other virus was universal. The infection
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[ Objective | To detect the infection situations of normal swine diseases in Guangxi. [ Method | 276 swine tissue samples were collected

rate of PRV was descend compared with that in 2014.
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Table 1 Primers used for RT-PCR and PCR

It JPEI(5'—3") RN

Pathogen Sequences Fragment size // bp

CSFV GCTCCTGGTTGGTAACCTCGG 508
TGATGCTGTCACACAGGTGAA

PRRS ATGGCCAGCCAGTCAATCA 433

TCGCCCTAATTGAATAGGTG
PCV2 CCGCGGGCTGGCTGAACTT 1154
ACCCCCGCCACCGTTACC

PRV CAGGAGGACGAGCTGGGGCT 217
GTCCACGCCCCGCTTGAAGCT

PEDV TTCGGTTCTATTCCCGTTGATG 663

CCCATGAAGCACTTTCTCACTATC
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>3 min, 200 pl [ VEW, T RNA/DNA $i2 it R) & 42 H
SREEALIR , B E T AR IR B AT
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I wL,RNA 3 pL,PrimeScript'" One Step Enzyme Mix 1 pL,
TCHEKAME 25 pL, RT —PCR MW #2%:50 °C 30 min;95 °C
A 5 min;94 °C 28 1 min, 56 CiE k 30 5,72 °C ZEfifi
1 min,35 MEH ;72 CHHLEM 10 min, @PCR JZWIER :2 x
Premix PCR Buffer 12. 5 uL, . FF5[ 97 (20 pmol/pL) 4%

1 wL,DNA 3 wL, FIJEHKAME 25 wl, PCR FW AR 195 C
AR 5 min;94 °C FASH: 30 5,56 °CiR k 30 s,72 °C fEfh
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T :M. Marker DL 2000; 1. CSFV FH#: % i85 2. CSFV B4 X i ;
3. PRRSVFHH: X it ;4. PRRSV Bt %F IR 5. PCV2 [H 4 X
6. PCV2BITEXT ;7. PRV FHPEXT IR ;8. PRV FIMEXT ;9. PEDV
FRAAXS i 5 10. PEDV BT IR
Note: M. Marker DL2000; 1. CSFV positive control; 2. CSFV negative
control ;3. PRRSV positive control; 4. PRRSV negative control ;
5. PCV2 positive control ; 6. PCV2 negative control ;7. PRV posi-
tive control; 8. PRV negative control;9. PEDV positive control ;
10. PEDV negative control
E1 5#fEEH RT - PCR/PCR 18 7= 4 8 ik Bl ik
Fig.1 The electrophoretogram of RT-PCR or PCR amplifica-
tion products of 5 kinds of viruses
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Table 2 The detection results of 5 kinds of pathogen

W] PCV2 JCiE A it i R R AR AT AR o ) B — R

v st BESLEL CSFV fHiE% PRRSV [HiE%  PEDV R PCV2 PR PRV fH{E3R
PRk Sampl Positve rat Positve rat Positve rat Positve rat Positve rat
Sample source ample ositve rate ositve rate ositve rate ositve rate ositve rate

size of CSFV // % of PRRSV // % of PEDV // % of PCV2// % of PRV // %
KR Diseased pig farms 176 3.98 11.36 0 28.98 4.55
J& 5237 Slaughter houses 100 1.00 2.00 0 29.00 3.00
41 Total 276 2.90 7.97 0 28.99 3.99
Fx3 B—EPER
Table 3 The situations of single infection
KIFK3% Diseased pig farms(n =176) J& 5237 Slaughter houses(n =100) A1t Total (n =276)

e § N ] N ] “
Lo, s s s s s %
items Positive Positve Positive Positve Positive Positve

number rate // % number rate // % number rate // %
CSFV 7 3.98 1 1.00 8 2.90
PRRSV 10 5.68 2.00 12 4.35
PEDV 0 0 0 0 0
PCV2 41 23.30 28 28.00 69 25.00
PRV 6 3.41 2 2.00 8 2.90
2.3 SHEBSER 4 TR RN POV UL POV2 4 PRV, BRI 0.57% . A9 — R B 0

U B IR S R B S 2 UL L R R R Y 2
PRRSV + PCV2, 3k % 5. 11% ; H: % & PRRSV + PRV #iI
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Table 4 The situations of double infection

K8 Diseased pig farms(n =176) J& 5237 Slaughter houses(n =100) 41t Total(n =276)

R R it WA iR WA At
items Positive Positve Positive Positve Positive Positve

number rate // % number rate // % number rate // %
CSFV + PRRSV 0 0 0 0 0 0
CSFV + PEDV 0 0 0 0 0 0
CSFV +PCV2 0 0 0 0 0 0
CSFV + PRV 0 0 0 0 0 0
PRRSV + PEDV 0 0 0 0 0 0
PRRSV +PCV2 9 5.11 0 0 9 3.26
PRRSV + PRV 1 0.57 0 0 1 0.36
PEDV +PCV2 0 0 0 0 0 0
PEDV + PRV 0 0 0 0 0 0
PCV2 + PRV 1 0.57 1 1.00 2 0.72
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Fig.1 Effect of applying nitrogen fertilizer
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