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Karyotype Analysis of Ictalurus punctatus in Wugqiangxi Reservoir of Yuanshui River

LIU Zhe-tong' , LIU Liang-guo’®” (1. Changde Zhilan Experimental School, Changde, Hunan 415000;2. College of Life and Environmen-
tal Sciences, Hunan University of Arts and Science, Changde, Hunan 415000 )

Abstract
Yuanshui River. [ Method] After intrapleural injection of phytohemagglutinin (PHA) and colchicine, live renal cells were sampled to make

[ Objective | To understand the somatic cells karyotype of introduced alien species Ictalurus punctatus in Wugiangxi Reservoir of

chromosome specimen by low-permeability, fixation and flame-drying technique. The karyotype of introduced alien species I. punctatus in Wu-
qgiangxi Reservoir of Yuanshui River were analyzed. [ Result] The diploid number(2N) of metaphase chromosomes in I. punctatus was 58,
which matched 29 pairs of chromosomes, including 4 pairs of metacentric chromosomes, 5 pairs of submetacentric chromosomes, 13 pairs of
subtelocentric and 7 pairs of telocentric chromosomes. The karyotype formula of I. punctatus was 2N = 8M + 10SM + 26ST + 14T, NF = 76.
[ Conclusion ] The research can provide references for germplasm resources’ protection and genetic improvement and basic data for further dis-

cussion on the effects of introduced alien species I. punctatus on the genetic diversity of local similar species.
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Table 1 Distribution of chromosome number of I. punctatus in Wu-

giangxi Reservoir
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Fig.1 The chromosome in metaphase of I. punctatus(2N = 58)
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Table 2 The karyotype data of I. punctatus

ARXH B E|
Relative length // % Arm ratio Type
3.40 +0.01 1.25 +0.01 M,
2.74 £0.04 1.17 +0.16 M,
2.55+0.04 1.46 +0.19 M,
2.26 £0. 14 1.25 £0.12 M,
4.72 +0.07 2.25+0.35 SM,
3.36 £0.01 2.07 £0.09 SM,
3.32£0.04 2.14 +0.11 SM,
2.74 £0.04 2.25+0.35 SM,
2.70 £0.07 2.30 +0.11 SM;
4.43 £0.12 4.37 £0.28 ST,
4.43 £0.20 4.75 +0.17 ST,
4.34 £0.07 4.87+0.25 ST,
4.25+0.04 3.45 +0.07 ST,
3.91 +£0.01 3.55+0.31 ST,
3.94 +£0.01 3.17 £0.09 ST,
3.93 +£0.01 3.49 £0.41 ST,
3.96 +0.02 3.20+0.01 ST,
3.60 £0.01 3.66 +0.12 ST,
3.53£0.02 3.62+0.03 ST,
3.45 +0.01 3.25£0.10 ST,,
3.40 £0.04 3.50 +0.01 ST,
3.43 £0.01 3.34+0.22 ST,
3.77 £0.01 0 T,
3.77 £0.02 % T,
3.49 £0.04 © T,
3.02=0.06 ® T,
2.64 +£0.06 % T,
2.64 £0.08 % T,
2.26 £0.02 © T,
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Fig.2 The karyotype of 1. punctatus
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