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Abstract
Glycine max crossbreeding. [ Method ] Twenty primers were used for ISSR analysis on Glycine soja, Glycine max and 10 F, hybrids, to study the ge-

(School of Biology and Pharmaceutical Engineering, Wuhan Polytechnic University , Wuhan , Hubei
[ Objective ] To sudy the difference of genetic polymorphism between Glycine soja and Glycine max ,so as to provide theory evidence for
netic relationship of Glycine soja and Glycine max. [ Result] Total 167 bands were amplified in the PCR reactions. Among them 121 were polymor-

phic bands and the polymorphic rate was 72.45% . The average genetic coefficients between Zhonghuang 19 and F, progenies,ZYD04350 and F,
progenies were 0.65 and 0. 47, respectively. [ Conclusion | There was abundant genetic variation among F, progenies derived from crossing be-

tween Glycine soja and Glycine max ,genetic material of F, hybrids obtained from maternal was more than male parents.
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Table 1 The tested materials
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Materials No. Materials name Materials No. Materials name
P, B9 || A P s
P, ZYDO4350(A2A) || Ag F, -6
A, F, -1 A, F, -7
A, F, -2 Aq F, -8
A, F, -3 A, F, -9
A, F, -4 A, F, -10
112 5 %514, 2 x PCR mix T K %544, DNA $#2
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Table 2 Primers sequence for ISSR
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Prim: i ¥ N [Prim- i T B
Sequence Sequence
ers ers
No No
B, -~ AGAGAGAGAGAGAGAGT -|B,, = AGAGAGAGAGAGAGAGYC -
B, -~ AGAGAGAGAGAGAGAGC -|B,, - AGAGAGAGAGAGAGAGYA -
B, - AGAGAGAGAGAGAGAGG —|[By3 - GTGTGTGTGTGTGTGTYC —
B, - CTCTCTCTCTCTCTCTT - |[B, - GTGTGTGTGTGTGTGTYG -
B, - CTCTCTCTCTCTCTCTA - [Bys - GTGTGTGTGTGTGTGTYA -
By - CTCTCTCTCTCTCTCTG - |Bg — BVBTATATATATATATA -
B, - TCTCTCTCTCTCTCTCA - [B;; — GATCAAGCTTNNNNNNATGTGG -
B, - TCTCTCTCTCTCTCTCC - |B;; — AGGTCGCGGCCGCNNNNNNATG —
B, - TCTCTCTCTCTCTCTCG - |Byg - TGCATGCATGCATGCA -
By -~ AGAGAGAGAGAGAGAGYT (B, - GGATGGATGGATGGAT -
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1.2.2  ISSR - PCR I Wi f& R By ##ESr, ISSR — PCR 2 Jij f&
%K 2 xPCR mix 12.5 pL,ISSR 8|4 (10 ng/pL)2 pL,DNA
AR (10 ng/pwL)2 pL, 4K ZE 25 pl, RNFETH 94 CHAR
Pk 3 min;94 CASPE30 5,50 ~60 CiE 4k 30 5,72 CIEMHI 80 s,
PEFR 30 Y572 CHEfH 5 min,4 CLRAF
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Fig.1 The detection result of genome DNA
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Table 3 The PCR amplification results of 20 ISSR primers

5% A LA o
Primers No. Total bands olymorphic olymorphic
bands rate // %
B, 8 5 62.50
B, 15 9 60. 00
B, 9 6 66.67
B 13 10 76.92
B 6 3 50.00
Bs 8 8 100. 00
B, 8 7 87.50
By 7 5 71.43
By 5 3 60.00
By 10 7 70.00
By 7 4 57.14
Ba 6 66.67
By 9 6 66. 67
B 1 8 72.73
Bs 5 4 80.00
Bis 7 5 71.43
By 9 8 88.89
Bis 8 8 100. 00
By 7 5 71.43
Bay 6 4 66. 67
B3t Total 167 121 72.45

1 500bp —|
1 000bp
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100bp

2 5|4 B, B PCR =4 B ik & R
Fig.2 Electrophoretic results of PCR ampification product by
B, ISSR primer
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Table 4 The genetic coefficients between the tested materials

lj\tfa){:‘iﬁfNo. P, P, Ay A, A, A As A A A A, Ay
P 1.00

P, 0.35 1.00

A, 0.62 0.47 1.00

A, 0.64 0.51 0.64 1.00

A, 0.61 0.44 0.71 0.74 1.00

A, 0.59 0.47 0.68 0.77 0.83 1.00

A 0.67 0.53 0.67 0.68 0.79 0.69 1.00

A 0.71 0.38 0.81 0.65 0.65 0.74 0.84 1.00

A, 0.60 0.49 0.73 0.71 0.62 0.70 0.76 0.71 1.00

A 0.55 0.46 0.65 0.80 0.75 0.81 0.65 0.59 0.72 1.00

A, 0.57 0.52 0.87 0.75 0.71 0.80 0.58 0.84 0.66 0.78 1.00

A, 0.62 0.46 0.77 0.65 0.65 0.67 0.62 0.70 0.69 0.73 0.78 1.00
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Fig.3 The UPGMA analysis of the materials
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