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Isolation, Identification and Degrading Characteristics of A Chlorpyrifos Degrading Bacteria DC1
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Abstract

chlorpyrifos as the sole carbon and energy sources was isolated form Chlorpyrifos used paddy soil. [ Result ] The results showed that the degradation

[ Objective ] To screen chlorpyrifos degrading bacteria and understand their characteristics. [ Method ] A strain capable of utilizing

rate of Chlorpyrifos was at 83.3% in liquid culture medium with 15 days. The phylogenetic analysis and 16S rDNA gene sequence analysis were
applied to the bacteria classification,the strain was identified as Bacillus subtilis. The phylogenetic analysis also showed that the genetic relation-
ship between strain DC1 and Bacillus tequilensis was propinquity. [ Conclusion | The degrading bacteria DCI was derived from soil and has strong

adaptability ,and has certain application value for solving soil poisoning ticks residue.
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