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Pseudorabies Pathogen Monitoring and Variability Analysis of Part of Pig Farm in Jiangsu in 2016
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Abstract
sampling and submittal for inspection from 42 large-scale pig farms was carried out in Jiangsu area during Jan. -Dec. 2016. Test result was ana-

[ Objective ] The aim is to study genetic variation of rabies virus in Jiangsu Province. [ Method ] PVR detection of 2365 histopathology

lyzed in different seasons,large-scale pig farms and areas. Homology of determined part of gene sequence was analyzed. [ Result ] Male samples of
Porcine pseudorabies were 364. Positive rate was 15. 4% . Positive rate of pathogen in summer and autumn was higher than that of winter and
spring. Positive rate of Northern Jiangsu and Central Jiangsu Region was higher than that of Southern Jiangsu. Positive rate of pathogen decreased
with expanding large-scale pig farms. PRV-6 isolates of 11 isolates and Barthak61 Vaccine strain belong to the same branch. [ Conclusion ] The re-

search can provide reference for preventing and controlling Porcine pseudorabies of Jiangsu and the whole country.
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