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Abstract

plied to isolate the protease-producing marine bacteria from Ningbo Yangshashan and Xiangshan Sea. The protease-producing capacity was got by

( Department of Pharmaceutical Engineering, Zhejiang Pharmaceutical College, Ningbo , Zhejiang
[ Objective ] To screen the protease-producing marine bacterium. [ Method ] Firstly ,2216E medium and casein solid medium were ap-
) p P g y p

the screening of flat transparent circle method and rescreening of Folin phenol reagent colorimetric method. The strain was identified with the 16S
rDNA sequence analysis. [ Result] A total of 15 strains of protease-producing marine bacteria were isolated and the strain of PB02 with the highest
protease-producing capacity was got. According to the 16S rDNA sequence analysis, the strain belonged to the Pseudoalteromonas sp. . The opti-
mum culture temperature 20 °C ,the optimum loading volume 10% ,the optimum inoculum size 0.5% ,the optimum speed 100 r/min and the opti-
mum medium pH 7 were obtained by the optimization of fermentation conditions. With the research on the properties of protease,the optimum re-
action temperature was 40 °C and the optimum pH was 10. [ Conclusion ] The research laid a good foundation for the selection and directed evolu-

tion of highly protease-producing strains.
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Fig.9 Effects of temperature on activity and stability of protease
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