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Abstract
sources in different regions of Fujian Province were used as the optimized materials for the SSR-PCR system. Through the L, (4’) orthogonal
design, three factors affecting the SSR-PCR reaction system of tea plant, DNA template concentration (ng/uL), primer concentration
(mmol/L) and Taq enzyme concentration (U) were screened at four levels, and PCR verification was performed. [ Result] The optimum SSR-

[ Objective ] To optimize the SSR-PCR reaction system for tea germplasm resources. [ Method ] Fifty-three tea plant germplasm re-

PCR reaction system for tea in Fujian Province was 25 uL system, in which the concentration of DNA template was 50 ng/mlL, primer concen-
tration was 0.25 mmol/L, Taq enzyme concentration was 1.25 U. From 23 pairs of SSR primers, 5 pairs of primers with clear, bright and no-
stray bands were selected, which is suitable for further study on SSR markers of tea plants in Fujian Province. [ Conclusion ] This study provides

a basis for the analysis of the genetic relationship and hybrid breeding of tea cultivars in Fujian Province.
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Table 1 Resources and sources of tea plant
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Table 2 Orthogonal test design of SSR-PCR reaction in tea plant
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K2 Factor

G’ DNA Hifii 514 Taq
Code DNA template Primer Taq enzyme
ng/pL mmol/L U

1 25 0.15 1.00
2 25 0.20 1.25
3 25 0.25 1.50
4 25 0.30 1.75
5 50 0.15 1.75
6 50 0.20 1.50
7 50 0.25 1.25
8 50 0.30 1.00
9 75 0.15 1.25
10 75 0.20 1.00
11 75 0.25 1.75
12 75 0.30 1.50
13 100 0.15 1.50
14 100 0.20 1.75
15 100 0.25 1.00
16 100 0.30 1.25
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Fig.2 The amplification results of L (4’ ) orthogonal experiment

23 RERMNEBEENBE BRI SSR 51445 DNA
B )RS P45 5, ] Z A 28 Hh R Y G2.G6,G16,G19
1G22 3X 5 X A9 SSR 51947 3R kil PCR §7 4,
PCR AL PKEE R (36 3) MR AR sl R, PCR 4 5%

SRS K BEAR s 243B R R 50~ 51 CH, %51 919 8 /Y
FEHS VSR, DY A R S 2 SSP-PCR 7 3%9 {4 22 I iF B 119
B85 W AR IR

£33 SSRE|MAEZRBNBETHIHEER

Table 3 The amplification results of SSR primers at each annealing temperature

2|y A KRB TR 1445 5 The amplification results at each annealing temperature // °C

Primer 48 49 50 51 52 53 54 55 56
G2-F/G2-R - —/+ + ++ + —/+ - - _
G6-F/G6-R ~/+ ~/+ + ++ + + —/+ - -
G16-F/G16-R - - - + ++ + —/+ - -
G19-F/G19-R + + ++ + + —/+ _ _ _
G22-F/G22-R - -/ + + ++ + —/+ - - _

T T AT N YT ART s —/ NPT ARIEANTEG s ++  II ARAE E

Note : = no amplification band ; + amplification band; —/+ unclear amplification band ; ++ clear amplification band
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