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Abstract

mine their acetaldehyde degradation rates. | Method ] Taking C57 mice as experimental animal, the contents of mouse stomach, small intestine

(School of Life Sciences, Lanzhou University, Lanzhou, Gansu 730000)

[ Objective ] The study aimed to isolate and identify acetaldehyde-degrading bacteria from gastrointestinal tract of mice and deter-

and colon were collected to isolate bacterial strains. Then acetaldehyde was added in the medium to screen acetaldehyde-tolerant bacteria and
determine their acetaldehyde-tolerant ability. Resorcinol method was used to determine acetaldehyde degradation ability. Finally, 16S rRNA
sequencing was used to identify acetaldehyde-degrading bacteria. [ Result] Acetaldehyde-degrading bacteria strains were screened from mouse
stomach, small intestine and colon, named as TXZ-1, TXZ-2, TXZ-3, respectively. The identification results showed that the three strains be-
longed to Enterococcus faecalis and the similarity reached 99%. The acetaldehyde tolerance and acetaldehyde degradation ability of these bacte-
ria were different. Among them, TXZ-3 strain had the strongest tolerance and degradation ability, the tolerance reached 1.6 g/L. The opti-
mum degradation conditions for acetaldehyde were as follows: inoculation amount 2. 0%, acetaldehyde concentration 1. 0 g/L, incubation tem-
perature 35 °C, pH 7.0, rotating rate of 160 r/min. Acetaldehyde degradation rate reached (93.6 + 4.9)% after 24 h. [ Conclusion] TXZ-

3 strain screened from the gastrointestinal tract of mice had the ability to degrade acetaldehyde efficiently and rapidly, which could provide new

ideas for biological treatment of acetaldehyde pollution and removal of acetaldehyde from human body.
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