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Abstract
phyte resource pool. [ Method ] The fermentation broth of GYP8 was analyzed by HPLC.The positive components of GYP8 were separated and

[ Objective | To study the active metabolites of endophytic fungi GYP8 from Glycyrrhiza uralensis and enrich the pseurotin A endo-

purified by column chromatography. Strain identification of the endogenous fungi GYP8 was performed by morphological observation and
18SrDNA sequence analysis. [ Result ] Compound pseurotin A was isolated from the fermentation broth of GYP8 and endophytic fungus GYP8
was identified as Aspergillus fumigatus.[ Conclusion] GYP8 is a pseurotin A-producing endophytic fungus, which provides a new means for de-

velopment and application of pseurotin A.
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Fig.2 The TLC results of GYP8 strain
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Fig.4 The colony morphology of GYP8
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Fig.5 The spore microstructure of GYP8
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