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Identification of Pepper Mild Mottle Virus in Hexian, Anhui Province
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Abstract [ Objective | To identify the pepper mild mottle virus in Hexian, Anhui Province.[ Method ] The PMMoV-AH was identified in the sam-
ple of diseased fruits of pepper which collected in Hexian by using immunochromatography colloidal gold strip and RT-PCR method.The pair of u-
niversal primers was used to amplify the coat protein gene sequence of PMMoV-AH.[ Result | Sequence analysis and phylogenetic analysis showed
that PMMoV-AH was closely related to 12 PMMoV isolates reported in China and abroad with nucleotide sequence identity between 94.5%—
100.0% and amino acid sequence identity between 96.8%—100.0%.Phylogenetic tree showed that PMMoV-AH was closely related to Asian iso-

lates but not with other isolates.[ Conclusion | Due to the significant losses caused by PMMoV , further research is required to control and prevent

the prevailing of the disease caused by PMMoV in Anhui Province.
Key words Pepper mild mottle virus;Coat protein gene;Hexian

BB B 2 BB 7 Hh i S 5, BT E R ik
40 Pl 2 AT LUR Yo, A5 K0 4K 5 75 (tobacco mo-
saic virus, TMV ) . & JK £ it 9% B ( cucumber mosaic virus,
CMV) |\ HH4%3E Y Ji T (potato virus Y, PVY) |7 B IS EE
(broad bean wilt virus, BBWV ) 1 35 M 54 35 5% 7% B ( pepper
mild mottle virus, PMMoV )45, 2248 FlH &4 [H & & ) 5
S, 1 2016 4RI L PSS I BL2.87 U7 hn”
B 110 J7 to AIELBE 3 AR 7 DLBKIE AR 7 1) 44, o
AEFPAE IR AR 0.67 J7 hm? DLE S 7= 2T 500 20 207 t, & 42 [H
ZR AR DR BB ARAEAAE 7, 0L ot gk
PR AR bR o AR, AL BURAE 7 U 7 18 3
IER AR R 2 b R BB R L AR 117 S e, G
BB R, AR SRR 2, 2 BB L I AR SE
SN EERTAE R | J5 SRR 52 S WL A 7E i o 44 fik 3 2%
SN Y BRARE o B R AR, 2B R
TH2FH RT-PCR 577 2 5T 1 480 , JE X HIT Jk e
TR RGEKE R FRIEAT 1534 , AT g 0B B0 95 B
BEE 7y s hie - S i
1 #R57E&E
L1 #2016 4F 10 —2017 4F 4 A2 BE B R

HEWMB B Roa&METRCRE)AH 53R (201303028) ; % # 4 4Kk
HEm A kA e (17A1125) ; R M A3 5 7 L H A
AR (1986—) , B, BB MA,MBEHFR R, AL, AF
M mELENRRAR, « BAER, THAF ,HFRR,
INF R E LN R EFR R AR, WL, AFH
W F IR

KiSHE 2017-11-28;f&E HE  2018-05-30

EEEN

RHPRAEHAAEA (PMMoV - AH) |, SRAEREA N B AT W] 41
BB IRE 55 45 1 AR 1) BB SR, o AR A T =70 °C ukAR
#wH.

At PMMoV Ji i 4 ey AT IR AR W H 36 [ Agdia 2
)Y E RNA $2HGR57) € MiniBEST Plant RNA Extraction
Kit g [ TaKaRa /) ; PCR 9 #% 5% Fj i) Premix Tag"™ W4 A
TaKaRa 23],

1.2 7%

121 BOBURSE A RNA $2IUFT cDNA £ i, BB 2 i
DAS-ELISA #5100 Ay B FRsihEUig i, 2 O -5 RNA, LA 2
1k 2 15 B A R BRBSU AV Ry B A X B A 003 it Pk B
0.1 g 4% 8 MiniBEST Plant RNA Extraction Kit i B 5 45 B
RNA, A M4-T[ 5’ -GTTTTCCCAGTCACGAC(T) s—-3" ] HMid
514 M=MLV 585 i ( Toyobo 2 1)) £ b # 4 A 41
RNA [155—4E cDNA, HAA T A S U

122 A5 FAE N PSR se B S D0 . il 514 Tob
Unil ;5" - ATTTAAGTGGAGGGAAAACCACT-3"Fi1 Tob Uni2.
5'-GTYGTTGATGAGTTCGTGGA-3' F T4 34 4K B 4L -5 ¢
JERETE B R I TR TR A RS 5
%, PCR [f% ] Premix TaqTM(TaKaRa WNFE]) AR RN
MEAES IR UL 45, B PCR 728 5 pl 76 1.5% Bt
BERE EAEATHIK, SRS T EE MUAR AL EWLEE 4R, PCR 7
WA UR A B T A TR A IR v #EA T vk
)5

2 FERESMH

21 HMRIRESEREEREEMUKZENY ZHEM



46 %32

FEFRE A Bodb R AR AR B2 BEBR B A 09 83

ELBOHURIAEL DX BOUR 52 12 B O RESSCAT AR, HG rh b 2 B
T AR H BB BB, SR SR U AN BERE A 4L (0, i

L L BET BB AN R RN IR (& 1) o R4 3

A lﬁ'( e

TE:A,D B B,C,E ol BB sk
Note : A, D.Diseased fruits of pepper;B,C, E.Healthy fruits of pepper

FBRABURT SR EA T PMMoV i (A 33 G i JZ AT i AR A4S DU, AL
TR B, R WIRAR B BOAE iy v #5717 PMMoV T i B (148

B 1 MEHRMBEZHRER

Fig.1 Symptoms of pepper virus disease in Hexian County
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Fig.3 Phylogenetic tree based on coat protein gene sequences
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