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Abstract [ Objective] The aim was to isolate and screen high-efficiency deodorant bacteria and perform Biolog identification.[ Method ] Using
the pig manure from the pig farm and the biofilm in the biological drip filter as samples, three strains with deodorization were obtained by sepa-
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ration and purification, named DR, DJ, DS, 16S rRNA and 26S rRNA species identification and Biolog identification were performed on DR,
DJ and DS, respectively.[ Result]DR, DJ and DS can reduce the malodor intensity of the stinky source from 4.0 to 2.5 at 48 h.According to
16S rRNA strain identification, DR, DJ and DS were respectively Lactobacillis paracasei, Saccharomyces cerevisiae and Lysinibacillis sphaeri-
cus,, which were Gram-positive bacteria;in the Biolog identification test, DR, DJ and DS could not only metabolize more than 20 kinds of sug-
ars and their derivatives, but also produced ethanol, lactic acid, acetic acid, etc., and also metabolized more than 10 amino acids and their
derivatives, especially the odorous substance of the low odor threshold of putrescine.[ Conclusion ] DR, DJ and DS are high-efficiency deodori-

zing bacteria, which have a certain effect on the control of organic odor pollution.
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Table 3 Changes of malodor intensity of each strain within 48 h
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Table 5 Sequence comparison of each strain

bk RS i Lt .
. . . Homology G+/G

Strain ~ Serial number Species %

DR CP016355.1 Lactobacillis paracasei sp. 100 G+

DJ KY102419.1 Candida succiphila 100 G+

DS MF967404.1  Lysinibacillis sphaericus strain 100 G+
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