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Analysis on the Photosensitivity of Sorghum Based on SSR
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Abstract
for sorghum variety breeding. [ Method ] Three pairs of sorghum materials, Jinliang No. 5, Ma and 1S722, were used to detect 144 pairs of SSR

[ Objective | To elucidate the genetic mechanism of genes controlling heading date of sorghum and provide new ideas and methods

primers by polyacrylamide gel electrophoresis. The difference was analyzed and the photosensitive specific primers were screened. [ Result ] Four
pairs of primers produced specific bands, which were xtxp217, xtxpl2, xtxpl5 and xtxp4, and the fragment size was about 100 bp. Xtxp217
is on chromosome 10, xtxp12 is on chromosome 4, xtxp15 is on chromosome 5 and xtxp4 is on chromosome 2. [ Conclusion ] The study provides
a basis for subsequent photosensitive identification of sorghum hybrids.
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Table 1 Primer information

G5 GIL B R || S5 GIL/EAS R || S GIL/EAS JRAERL S
No. Name Location No. Name Location No. Name Location
1 XTXP32 Chr01 49 XTXP304 Chr02 97 XTXP105 Chr08
2 XTXP37 Chr01 50 XTXP31 Chr03 98 XTXP210 Chr08
3 XTXP43 Chr01 51 XTXP33 Chr03 99 XTXP250 Chr08
4 XTXP46 Chr01 52 XTXP34 Chr03 100 XTXP292 Chr08
5 XTXP58 Chr01 53 XTXP69 Chr03 101 XTXP294 Chr08
6 XTXP61 Chr01 54 XTXP114 Chr03 102 XTXP321 Chr08
7 XTXP75 Chr01 55 XTXP205 Chr03 103 XTXP354 Chr08
8 XTXP88 Chr01 56 XTXP215 Chr03 104 XTXP67 Chr09
9 XTXP149 Chr01 57 XTXP228 Chr03 105 XTXP230 Chr09
10 XTXP208 ChrO1 58 XTXP231 Chr03 106 XTXP258 Chr09
11 XTXP229 ChrO1 59 XTXP12 Chr04 107 XTXP289 Chr09
12 XTXP248 Chr01 60 XTXP21 Chr04 108 XTXP20 Chr10
13 XTXP279 Chr01 61 XTXP24 Chr04 109 XTXP141 Chr10
14 XTXP284 Chr01 62 XTXP27 Chr04 110 XTXP217 Chr10
15 XTXP302 Chr01 63 XTXP41 Chr04 111 XTXP331 Chrl10
16 XTXP316 Chr01 64 XTXP177 Chr04 112 XTXP45 K
17 XTXP319 ChrO1 65 XTXP212 Chr04 113 XTXP80 RH
18 XTXP325 Chr01 66 XTXP327 Chr04 114 XTXP91 KA
19 XTXP335 Chr01 67 XTXP343 Chr04 115 XTXP98 ESl!
20 XTXP340 Chr01 68 XTXP14 Chr05 116 XTXP160 KA
21 XTXP350 Chr01 69 XTXP15 Chr05 117 XTXP162 KA
22 XTXP357 ChrO1 70 XTXP23 Chr05 118 XTXP267 KA
23 XTXP1 Chr02 71 XTXP65 Chr05 119 XTXP320 Sl
24 XTXP3 Chr02 72 XTXP9%4 Chr05 120 xtxo711 K
25 XTXP4 Chr02 73 XTXP225 Chr05 121 xtxp694 KA
26 XTXP7 Chr02 74 XTXP262 Chr05 122 xtxi48 AR
27 XTXP8 Chr02 75 XTXP303 Chr05 123 xtxsnl ESGl!
28 XTXP13 Chr02 76 XTXP6 Chr06 124 xtxp696 KA
29 XTXP19 Chr02 77 XTXP17 Chr06 125 xtxi61 KA
30 XTXP25 Chr02 78 XTXP57 Chr06 126 xtxi62 K
31 XTXP50 Chr02 79 XTXP95 Chr06 127 xtxi63 Sl
32 XTXP55 Chr02 80 XTXP97 Chr06 128 xtxi49 R
33 XTXP56 Chr02 81 XTXP104 Chr06 129 xtxi55 KA
34 XTXP63 Chr02 82 XTXP145 Chr06 130 xtxi73 ES!!
35 XTXP72 Chr02 83 XTXP176 Chr06 131 xtxi68 KA
36 XTXP84 Chr02 84 XTXP219 Chr06 132 xtxi58 KA
37 XTXP96 Chr02 85 XTXP265 Chr06 133 xtxi66 KA
38 XTXP100 Chr02 86 XTXP274 Chr06 134 xtxi20 K
39 XTXP179 Chr02 87 XTXP317 Chr06 135 xtxp599 KA
40 XTXP197 Chr02 88 XTXP36 Chr07 136 xtxp598 KA
41 XTXP201 Chr02 89 XTXP40 Chr07 137 xtxp434 AR
42 XTXP207 Chr02 90 XTXP159 Chr07 138 PRR37 Sl
43 XTXP211 Chr02 91 XTXP168 Chr07 139 PHYC-1 R
44 XTXP283 Chr02 92 XTXP227 Chr07 140 PHYC-2 KA
45 XTXP286 Chr02 93 XTXP295 Chr07 141 PHYC-3 K
46 XTXP296 Chr02 94 XTXP312 Chr07 142 PHYC-4 KA
47 XTXP297 Chr02 95 XTXP18 Chr08 143 PHYB KA
48 XTXP298 Chr02 96 XTXP47 Chr08 144 PHYC KA
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Fig.1 Polyacrylamide gel electrophoresis results
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