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Application of CRISPR/Cas9 Mediated Genome Editing in Construction of Animal Cell Lines
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Abstract CRISPR/Cas9[ Clustered regular interspaced short palindromic repeats( CRISPR)/ CRISPR-associated protein 9 ]system is a gene

fixed-point editing technology widely found in bacteria and archaea that degrades invasive virus and bacterio phage DNA. It has been widely

( Chain Agricultural Vet. Bio. Science and Technology Co. , Ltd. , Lanzhou, Gansu

used because of its rapid, accurate, efficient, easy to design, and high specificity. The development of CRISPR/Cas9 gene editing technology
was reviewed, its structure and editing principle, its application and prospect in animal cell system construction were introduced in order to

provide systematic reference for more rational application and improvement of the technology.
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