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Advances in Research on the Effects of Nutritional Factors in the Caste Differentiation of Honey Bee
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Abstract The research progress of caste differentiation of honey bee was reviewed from the aspects of nutritional factors, the effects of 10-
HDA and Royalactin in royal jelly and related MicroRNA in bee bread on caste differentiation of honey bee were introduced. The research di-

rection of caste differentiation mechanism of honey bee was also prospected.
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Fig.1 Influence of nutritional factors on caste differentiation of honey bee
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Table 3 Comparison of yield under different irrigation treatments

kg/hm’
FERLF= & Grain yield
LA rir il
Site Variety W, W, W, AEFL&J
verage
SHTHRA HE65 2287.5 5931.0 7075.5 5098.0
Hetian, mHETE 47835 5997.0 6496.5 5759.0
Xinjiang mA 125 1786.5 5214.0 5428.5 4143.0
WA 175 2998.5 5355.0 5926.5 4760.0
ik 987 3355.5 4284.0 5782.5 4474.0
Hram A w65 7575.0 8290.5 8862.0 8242.5
Yili, wETE 6861.0 8133.0 8433.0 7809.0
Xinjiang WA 12 6432.0 9579.0 10062.0 8 691.0
A 1TE 55740 7146.0 9004.5 7241.5
k1% 987 5289.0 9375.0 9609.0 8091.0
b S wHFE6E 5385.0 6798.0 6057.0 6080.0
Shunyi, WHET S 5920.5 6355.5 6348.0 6208.0
Beijing GA12E 54735 6478.5 6567.0 6173.0
A 1TE  4567.5 6061.5 6112.5 5580.5
1k 987 4689.0 6645.0 6682.5 6005.5
-1 TR INFE 5469.0 6918.0 7212.0 6533.0
Average WHNE 42705 6643.5 7189.5 6034.5
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Table 4 The correlation analysis of yield components and yield of hy-

brid wheat under water saving condition

T

ez y iyl =N E *’l—
Jbr Hé g; 2 é“‘fi Grain 1 000-
Index vield nul;nber number grain

per spike weight

FERLF=H Grain yield

TH%L Spike number 0.883""

FHERi %L Grain 0.190 -0.031

number per spike

TRiEE 1 000- 0.105 -0.272 0.167

grain weight
Heroeox FORME 0.0 AKCOF [ B A

Note: * #* indicates a significant correlation at 0.01 level
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