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Abstract

(Jilin Agricultural University, Changchun, Jilin 130118)
[ Objective | To analyze the genetic diversity of Rubus L. and study the universality of the existing SSR primers of Rubus L. .

[ Method | Forty pairs of primers were screened from 12 wild and cultivated species of Rubus L. by simple repeated sequence marker (SSR).

[ Result]8 pairs of primers were screened and amplified all 12 samples with a polymorphism ratio of 100% , which could be used for genetic

diversity analysis.
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[ Conclusion | The 8 pairs of primers in this experiment can provide the basis for further study.
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Table 2 The names and sequences of 40 pairs of primers

EIkZE 2 EIL/E2 5' =3 L5175 3 =5 W
Primers code Primers name 5" —3'Upstream primer sequence 3" —5'Downstream primer sequence
1 Rubus2a TGAGGGAAGAAGAGGCAAGA CACGTGTGACCCAATGATA
2 Rubus12a ATTCCCCGCCTCAGAATAAT AAGGTTTGTGACGGGAACAG
3 Rubus16a TGTTGTACGTGTTGGGCTTT GGGTGTTTGCCAGTTTCAGT
4 Rubus19a GCAGATCAATGAAAGCCATT CGGATCCTCCAACCTTCAT

5 Rubus22a TGTGGACGACCATAACTTGC TCGGCATTTATACACACACACA
6 Rubus24a ACACACGCACGTACAGCACT GCGCAGTCAAGTGGACTTTT
7 Rubus25a GCCAAACACACCGTTATCTTG CATTACCACACGCTTGATGC
8 Rubus26a AACACCGGCTTCTAAGGTCT GATCCTGGAAAGCGATGAAA
9 Rubus35a TTGGAAGCACAAAAGCGATA GCGACAGCCAAAACAAAAGT
10 Rubus43a TGCCTAAAGTTTGCTGCTGA TCGAATGTAACTGCGAGTGC
11 Rubus76a CTCACCCGAAATGTTCAACC GGCTAGGCCGAATGACTACA
12 Rubus98d GGCTTCTCAATTTGCTGTGTC TGATTTGAAATCGTGCGGTTA
13 Rubus102¢ CCCCTCCCCTCTCTGTAGALT TCATGTGCAAACCCGTACAC
14 Rubus107a GCCAGCACCAAAAACCTACA TTTCACCGTCAAGAAGAAAGC
15 Rubus110a AAACAAAGGATAAAGTGGGAAGG TGTCAGTTGGAGGGAGAACA
16 Rubus110b CCAACCCAAAAACCTTCAAC TGTGGCATGGCCTTTTAT

17 Rubusl17a CCAACTGAAACCTCATGCAC ACTTGGTCCTGTTGGTCTGG
18 Rubus118b CCGCAAAACAAAAGGTCAAG GGATTCTTGCCAAAGTCGAA
19 Rubus119a GAGCAAAACAAACACAGATCAAA CTCCAAGTAGTCACGCAGCA
20 Rubus123a CAGCAGCTAGCATTTTACTGGA GCACTCTCCACCCATTTCAT
21 Rubus126b CCTGCATTTTTCTGTATTTTGG TCAGTTTTCTTCCCACGGTTA
22 Rubusl45a TGTCCCAGCTTTCTGGTTTC GGCATCTGTGCGGTAAAAAT
23 Rubus160a TCCAACTCGGATTCTCCATC TATGTGAGCTGGGCATGGT
24 Rubus166b CCGCAAGGGTTGTATCCTAA GCATGAGGGCGATATAAAGG

eSS
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Primers code Primers name 5" —=3"Upstream primer sequence 3’ -5’ Downstream primer sequence
25 Rubus167a AACCCTAAGCCAAGGACCAT CACCACCCATGACAGTCAGA
26 Rubus194h TGTGTTGTTCTCTGCAACCA AGCCCTTACTTTTCCTGCAA

27 Rubus233a TGCTGCTTTGTTGTTATTTTGTGC GGTCAACAATCCTTGGATAATCA
28 Rubus228a TGGACAGCTTTGTGCAGAGT GCTTGCTTGTATCTCCATTGC
29 Rubus223a TCTCTTGCATGTTGAGATTCTATT TTAAGGCGTCGTGGATAAGG
30 Rubus237b CATGCTTGCATGATCACCAC TGAGCCATAAATTTAGAGGGATT
31 Neb1G0O2 TATTGGCGCTTCGTCTACCT GAAGCAGCAATCTGCAACAA
32 Neb1DO05 AGAACCACAAGCACCAATCC CCTTGCTCTGTGCAGTTTGA

33 Neb1NO7b TGAAGACCCCCTTGATCTTG TCACGAATCCTAAGCACAACA
34 Neb1107 CCCCGAACACAGCTTACAAC CAAAGAGTCGGGTGGAAAAG
35 Nebl1A10 CCGTCTTCTTCGTCTCAACC CCGGAATCCCAAACTTTCTC
36 Nebl1H15 CCACCAAGCTTCTCCATTTC AACGCACTTTTTGCAGCTTT

37 Neb1C15 TTCTTTCGAACTCGCTGAGG GCTTTCGGAATAGCAAAATCC
38 NeblJ15 GGTGCGCTTCTTGGAGAAC CTAGCACCGGAACCCTAGC

39 Neb1k24 TCATTCATTGGCTTTGTCATCG TAGGCAGCTTCGACACTGTT
40 Neb1A21 CCTCGGGGTAGACGATCAC CAAAGGCGTCCCTGTTCC

1~ 12 SRS ;M. DL2000 Marker
Note:1 to 12 are samples code ;M. DL.2000 Marker

E1 3|% Rubusli0a 3t 12 MR BT B B RS bk s B

Fig.1 Rubusl10a primers were used to amplify by polyacrylamide gel electrophoresis maps of 12 samples

o1~ 12 HRES 45 ;M. DL2000 Marker
Note:1 to 12 are samples code ;M. D1.2000 Marker

2 5|4 Rubusl67a Xt 12 MERY IER RSB R R BIKER
Fig.2 Rubusl67a primers were used to amplify by polyacrylamide gel electrophoresis maps of 12 samples
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el ~ 12 EE 45 ;M. DL2000 Marker
Note:1 to 12 are samples code ;M. D1.2000 Marker

B3 Rubusl23a 3 12 R EY ER R GBI ARERBIKER
Fig.3 Rubusl23a primers were used to amplify by polyacrylamide gel electrophoresis map of 12 samples

1~ 12 SRS ;M. DI2000 Marker
Note:1 to 12 are samples code; M. DL.2000 Marker

El4 Rubus194h 3 12 43R G R RS BERER RIKER
Fig.4 Rubusl194h primers were used to amplify by polyacrylamide gel electrophoresis map of 12 samples
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Table 3 Analysis of site number and gene polymorphism of 8 pairs of

primers
Pl Lt 2 e
gipmss s TR N gy e
. : (Ne) Effective -5 TRE(T)
Primers Site Nei’ s
b number of index(h) Shannon
name UMBEL lleles( Ne) ndex index (1)
Rubus25a 4 1.600 0 0.3750 0.562 3
Rubusl17a 4 1.677 7 0.3723 0.546 4
Rubus167a 4 1.976 7 0.494 0 0.687 1
Rubus166b 5 1.448 1 0.267 2 0.417 0
Rubusl10a 2 1.863 7 0.313 3 0.466 7
Rubus119a 3 1.696 9 0.4107 0.601 0
Rubus233a 4 1.934 8 0.483 2 0.676 2
Neb1G02 4 1.933 2 0.481 2 0.663 0
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