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Isolation and Identification of Pasteurella multocida in Goose
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Abstract

geese. [ Method ] The microscopic examination of liver smear was observed, and Wright-Giemsa staining was conducted. After using ordinary

(Institute of Animal Husbandry and Veterinary, Anhui Academy of Agricultural Sci-
[ Objective ] To identify the pathogen that caused a large number of white necrosis of the needle point in the liver surface of dead
broth and blood culture medium for separation and purification, PCR amplification was carried out by Pasteurella multocida specific primers .

The purified product was cloned into PMD18-T vector , then sent to the biological company for sequencing. [ Result]The similarity of the ob-
tained sequencing result by comparison to Pasteurella muliocida was 99% , which was determined as Pasteurella multocida combined with bio-

chemical test results. [ Conclusion ] The research could provide basis for the prevention and control of pasteurellosis.
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Table 1 The sequence of designed primers

. i <
A 3140351 | TATRLCR
Gene Primer sequence(5’ -3") ngth of amplitied
fragement // bp
Pm Pf; ACTGAGGAATAATCAAGTTTAAC 862
Pr: AAAGACAGATTGGATTGATC
OmpA  P1.CGCATAGCACATTGATCCTCC 201

P2 ;. CATAAACGCAATGACGAAACG

1.6 PCR#&N#SEF ML KATHE 16S RNA EE  PCR Jx
MARZUNT RS 1 pl, Tag Master Mix 10 L, I F 5]
W4 1 pL, B ddH,0 %M E 20 pL, PCR RNV FRF H:94 C
3 min;94 °C 30 5,56 C 30 s,72 °C1 min,30 MEIF; £ )5
72 CHEAH 8 min, FIFH 1. 3% B EE IS B Pk HEAT WL, 40
B STRE iRy € S

1.7 PCR %N ASE R 1% B AT E OmpA EE  PCR [
PRZUNT . DNA #ibg 1 wl, Tag Master Mix 10 pL, . F514
%42 uL, LH ddH,0 % & 20 wL, PCR JZ Ji #2 % Hy:94 C
3 min;94 °C 30 5,58 °C 30 5,72 °C 1 min, 30 MEH; &5
72 CHEAH 10 min, FIH 1. 3% BEAEMEEERE RIK A TS, 90
B STRE S iRy €

1.8 PCR =4k ZESFEFISH X 168 RNA HH
H1 OmpA FER ) PCR F=4## i DNA [NSGRAF & i B F k47
MIcH W R B, SR )E, 34T T 8k % #2, 10 pL & R



70 G AR e

2018 £

PMDI8 - T 0.5 pL.HARH 4.5 pL,solution I 5 pl,16 CK
¥ 30 min, )5, ¥ 1LE DHSa KB # B2 S 40N, IF
WATE S HUAE R A TR SRAE 18T 37 “CHERSE A NS
Frib R, Mz PCR KGN s H 09 4545 0 s & AT 00 . e
TAE A N AR AL WY AT BRA W 58 B, X I E 1A 7 31
HEAT RIS

2 #ERE5HH

2.1 JREBFIE G EAG S M A K P AR A JEE U 2 T
MR EHRRMAERIER(E 1),

',‘ o
1 FRHSRTAERIR 25 R
Fig.1 The autopsy results of diseased goose’s liver
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Table 2 The biochemical test results of isolated bacteria
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