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Abstract Adenosine 5'-phosphoryl sulfate kinase catalyzes the phosphorylation of APS to produce 3’-phosphate-adenosine 5'-phosphoryl sulfuric
acid, and PAPS is further used as a sulfate donor in the intracellular sulfation reaction. Thus, in these organisms, APS kinase is an important
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component of sulfate assimilation. The structure, function, mechanism and function of APS kinase were introduced. The current research progress

of APS kinase was reviewed.
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Fig.1 Scheme of sulfate assimilation pathway in plant cells
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