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Research Progress on Fungal Degradation of Toxic Aromatic Compounds in the Environment

WANG Jing-jing, LI Wei, XU Yun (Faculty of Life Science, Hefei Normal College, Hefei, Anhui 241000)

Abstract This article reviewed the research progress of fungi on the degradation of organic chemicals, especially the toxic aromatic compounds,
and summarized the fungi that degraded toxic aromatic compounds. The intrinsic mechanism of fungi suitable for bioremediation and degradation of
aromatic compounds was explored, including the degradation pathway ,action mechanism and enzyme system, which contributes to understand the

mechanism of disease development in fungi and provides reference for the establishment of new treatments.
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