ZHRA AR | J. Anhui Agric. Sci. 2018 ,46(10) ;28 =32

KEmBMHREEFRER

T, 38

(U A2 A2 5 A a2 24 B, Wi 421 321004)

WE  artm i oA P E YRR P Ml R E L — . KRB 5 R IR AR, M B I AR @ o AR SR P R B R
B el A D ATR R S, BT AR R SR KA G e A R B A2 A SR 10 ATk B LI, SikiE R F
F @ ot A b B 80 BT R R R

%
7K

KR ARG AR RS R TR AR AL A E L
hESES  S511 XEAFRIZES A XEHS 0517 -6611(2018)10 —0028 - 05

Research Advances on Rice Bacterial Blight Resistance Genes

HE Xiang, WENG Jia-ren (College of Chemistry and Life Sciences,Zhejiang Normal University, Jinhua,Zhejiang 321004 )

Abstract Bacterial blight is one of the most widely distributed bacterial diseases affecting rice production today. The traditional methods of pre-
vention and treatment are hard to be effective,but studying and grubbing host-plant resistance gene is the most economical , safe, effective , easy
and environmentally friendly measure. At present,42 rice leaf blight resistance genes were identified and reported , of which 10 have been cloned.

This review summarized recent advances in the research of rice leaf blight resistance genes.
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Table 1 Mapping,donor and linkage abeling of rice bacterial blight gene
BRI BERR (/) EENTT Jefafk HERRIC EZ BTN
Gene locus Strain( race) Variety Chromosome Linkage abeling Reference
Xal HA B X -17 # %, Javald 4 C600(0 ¢M) ,XNpbh235(0 c¢M),U08750(1.5 cM) [4-5]
Xa2 HAEI % X -17 Te — tep 4 HZR950 -5 ~ HZR970 -4 (190 kb) [7]
Xa3/Xa26 ERJR kR T7174 . T7174 45 BA:2ZE 3 09K 63 4 11 XNbpl81 (2.3 cM),RM224 (0.21 ¢M), Y6855R [15-16]
(1.47 M)
XaA R PX025(1)  TKM -6,1R20,1R22 11 XNpb181(1.7 ¢M) ,XNph78(1.7 cM) [9]
xaS JEFRTERRE PX025(1) DZ192,1r1545 - 339 5 RG556 ( <1 eM),RG207 ( <1 ¢M),RMI122 (0.7 ¢M),  [51 =53]
RM390(0.4 cM)
Xal e R PX061(1)  DV85,DV86,DZ78 6 G1091(6.0 cM), AFLP31 — 10(3 cM) GDSSR02 ~ [32]
RM20593(0.21 ¢M)
xa8 IR PX061(1)  PI231128 7 RM214 (19.9 cM) [22]
XalO JEEREEE 4 A~/ NFR Cas209 11 0072000(5.3 ¢cM) ,M491 ~M419(0.28 cM) [23-25]
Xall FJE itk T7174 IR944 - 102 -2 -3 3 RM347 (2.0 ¢M) ,KUXI1 (1.0 cM) [10]
Xal2 ENEH &R Xo-7306(V)  #7,Javald 4 [6]
xal3 ERES N 10 Bl 8 R728(5. 1 ¢M), G136 (3.8 ¢cM), RP7 ~ ST12  [26-27]
(9.2 kb)
Xald dfr e/ Vb 5 TNI1 4 RG620(20. 1 ¢M) ,HZR970 -8 ~ HIZR988 — 1 (0.68 M) [28]
xal5 HA/NHLL LI IV M41 sk — [48]
Xal6 H AN VI Tetep — [8]
Xal7 HA/ N 1T (PN — [29]
Xal8 ETREIEE S IR24 , %5 fH 23, 4 — [11]
xal9 6 AN AEHEE/NRh IR24 [Hif57A8{AR XM5 — [49]
xa20 6 MIEFET/ N IR24 15714 XM6 — [50]
Xa2l JefrE/ N 1,2,4,6 K HF RS 11 RG103(0 M) [35-37]
Xa22(t) TR PXO6l fLETE 11 CR543(7.1 ¢M), RZ536 (10. 7 ¢M), Y6855RA [20]
(0.4 ¢M),G2132B(0.7 M)
Xa23 PX099 (FEME/NFF 6)  MEIEFA RS 11 C189(0.8 ¢M) ,CP02662(1.3 cM) [38-39]
xa24(1) e/ 1,2,4.6 DV86 2 RM14222 ~ RM14224 (10 kb) (33-34]
xa25 e/ N9 W% 63 12 G1314(7.3 cM) ,R887(3.0 M) MZ2(0.38 cM), [17]
MZ7(0.06 c¢M)
Xa25(t) JEEEE/NP 1,34 IR 63, JCMEZR SRR HX3 4 RM6748(9.3 ¢M) ,RM1153(3.0 cM) [18]
xa26(t) JEREE/ P 1,2,3,5 Nep Bha Bong 11 [15]
Xa27 JEH R/ NFh 2,5 SN A 6 M964 ~ M1197(0.052 M) [42]
xa28(t) JE /N 2 Lotasail — [55]
Xa29(t) e/ 1 2 AR 1 €904 ~R596(1.3 cM) [44]
Xa30(t) PXO99 (FEftee/NFh 6)  WiEEFAERT Y238 11 03STS(2.0 cM) [19]
Xa31(t) 0S105 HLE M 4 (G235 ~C600(0.2 cM) [21]
Xa32(1) JEEEEE/NFI 1,4 ~9 NP A=Y C4064 11 ZCK24(0.5 ¢cM) ~RM6293(1.5 ¢M) [46]
xa32(t) PXO99(FEMRTE/IFF 6)  JEhiBF A AH 12 RM20A(1.7 cM) [45]
xa33(t) ZZE/NP TXO16 Ba7 6 RM30 ~ RM400 [30]
Xa33 i AR , IRGC105710 7 RMWR7.1(0.9 ¢cM) ~RMWR7.6(1.2 c¢M) [40]
xa34 (1) R E /N 5226 1 RM10929 ~ BGID25 (204 kb) [56]
Xa35(t) FEHEER/ IV PXO61 N 2 11 RM7654(1.1 ¢M) ~RM6293(0.7 cM) [43]
PXO112 4
Xa36(t) P6 1 C5 4059 11 RM224 ~ RM2136 (4.5 cM) [31]
Xa38 P B A= F5 TRGC81825 4 [41]
Xa39 P6 FI1 CV PSBRC66 11 RM26985 ~ DM13(97.4 kb) [57]
Xad0 whE R K1,K2,K3,K3a IR65482 -7 =216 =1 -2 11 RM27320 ~ ID55. WA18 —5(80 kb) [12]
-1-2-1-2
xadl(t) African wild and cultivat- — [47]
ed rice %%
xa42 6 MNAEATE/INFF L6 S HAY TR24,1AS16,XM14 3 RM20572 ~ DT46(34.8 kb) [13-14]
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