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Advances in Salmonella Resistance

ZHANG Qing-he' , ZHANG Dan-jun®, LI Jin-nian' et al ( 1. Anhui Agricultural University, Hefei, Anhui 230036 ;2. Institute of Animal
and Veterinary Science,Anhui Academy of Agricultural Sciences,Hefei, Anhui 230031)

Abstract Salmonella is a common zoonotic pathogen and cause intestinal diseases of animal and human. The resistance of Salmonella and the
proportion of multidrug-resistance strains have gradually increased with the large-scale use of antibiotics, which has seriously affected human
and animal health. In this review, the research on the resistance mechanism of Salmonella and the resistance status of Salmonella isolated in

domestic area were introduced.
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