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Isolation , Purification and Identification of Dominant Strains of Aspergillus fumigatus from Tea Garden Soil in Qiannan Prefecture
ZHOU Xiao-lu' ,SONG Li-sha’, WANG Li-rong’ et al
Hunan 410000;2.College of Biological Sciences and Agriculture, Qiannan Normal College for Nationalities , Duyun, Guizhou 558000 ;3.Department
of Physics,Qiannan Radio and TV University , Duyun, Guizhou 558000)

Abstract [ Objective | To isolate a strain suitable for the development of organic fertilizers for tea gardens.[ Method ] The high-quality soil of tea
gardens in Qiannan Prefecture was used as the material for microbial isolation, purification, morphological identification and molecular identifica-
tion.[ Result] The superior strain S2 was obtained through the separation and purification of high-quality soil. The strain had a thin edge ,irregular
stripes at the center,and the surface was villous, grayish white and light blue on the back ;the strain S2 DNA was extracted and subjected to gel e-
lectrophoresis and PCR amplification. After BLAST comparison , the sequence similarity of the rDNA-ITS sequence of pathogenic fungi to Aspergil-
lus fumigatus (JQ268555.1) was as high as 100%.[ Conclusion] According to the morphological and molecular biological identification, the strain

(1.College of Horticulture and Gardening,Hunan Agricultural University ,Changsha,

isolated and purified from the tea garden soil was identified as Aspergillus fumigatus.
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Fig.1 Isolation of strains by gradient dilution method
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