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Abstract
methods. [ Method ] With lactose as the only carbon source, CaCO; calcium solution and X-Gal MRS screening plate were screened, and the
activity of strain B-gal was rescreened by oNPG method. Finally, the glycosyl reaction was catalyzed by crude enzyme solution, and the activi-
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[ Objective ] To isolate and screen the strains producing transglycosylated active B-galactosidase( 3-gal) from pickles by culturable

ty of glycosyl group was confirmed by TLC analysis. [ Result]A total of 6 strains of transglycosyl activated B-gal were obtained by three stage
screening. According to its morphological, physiological and biochemical characteristics and the homology analysis of 16S rDNA sequence, 5
strains of Lactobacillus fermentum and 1 strain of Lactobacillus plantarum were selected and obtained. [ Conclusion]This study provides a new

enzyme source for the efficient synthesis of functional Galacto oligosaccharides based on lactose.
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Fig.1 Partial strain morphology,X-Gal screening and gram staining
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Table 1 Enzyme activity of enzyme-producing strains
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Fig.2 Lactase enzyme activity standard curve PC-11 W 7.108 pC-24 W 21.372
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Note: 1 is a mixture of glucose,galactose,sucrose and lactose (the concentration of each component in the mixture is 1 mg/mL) ;2 is glucose;3 is galac-
tose ;4 is sucrose;5 is lactose;6—17 is the product of B-gal reaction of bacteria 1-12
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Fig.3 TLC analysis of lactose as substrate
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Fig.4 Phylogenetic tree of the strain screened from pickles of Hui
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Fig. 6 Superposition analysis(red part is weeds)
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