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Present Situation Analysis and Suggestions for Spring Wheat Breeding in Ningxia
WANG Yu-ting, CAO Shu-bin,ZHANG Jie et al
Abstract Spring wheat is one of the characteristic crops in Ningxia,which plays an important role in agricultural production and economy in

(College of Agronomy,Ningxia University, Yinchuan, Ningxia 750021 )

Ningxia. With the acceleration of the breeding process,the speed of the replacement of spring wheat varieties in Ningxia has apparently slowed
down,and the cultivated area has gradually narrowed. Although ‘ Ningchun No. 50’ is the representative of the fifth cultivar renovation of
Ningxia wheat varieties, its influence is far less than ‘ Ningchun No. 4’ . By consulting to a large number of data,we analyzed the current situa-

tion of spring wheat breeding in Ningxia,and corresponding suggestions were put forward,and its prospect was put forward.
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Table 1 The main spring wheat cultivars in Ningxia
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13 7 Hongtu iy b
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Ningchun No. 4~ Ningchun No. 56
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Fig.2 Flowchart of the molecular design breeding in crops
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