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Abstract

(Laboratory of Aquatic Health and Public Health,School of Animal Science and Tech-

The suspected pathogens of Procambarus clarkii was isolated and identified, and effective oral medicines were screened out. Eight

kinds of bacteria were identified , including Exiguobacterium acetylicum , Citrobacter ferguerii ,Aeromonas veronii ,Aeromonas hydrophila ,Klebsiella
pneumoniae , Hafnia paralvei, Vibrio mimicus and Yersinia ruckeri. The main pathogenic bacteria isolated from thehepatopancreas of diseased P.
clarkii were the members of the genus Citrobacter and Aeromonas ,not Vibrio. Enrofloxacin and florfenicol had better control effects on the above

bacteria.
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Table 1 16S rRNA identification results of 30 strains of isolated bacte-

ria

- O3S TR AR
SR &l
BT Jijgitj@' 7 Number
Isolated strains Ori ory of isolated
fumber strains //#f

9 AT R AT 17J144 17J153 . 17J156, 13
Citrobacter freundii 17J158 .17)161 ,18J021 ,

18J024 ,18J025,18J029 ,

18J030,18J151,18]J154

18J155

T e 17J155 .17J159 ,18J022 8

e A N N N
AR CRIUE 18J027 181028 18031 .

18J032,18J034 .
MK MTE 177154 177160 177162 3
Aeromonas hydrophila
GENEA 18J152 .18J153 2
Hafnia paralvei
B RHR R PR 17)147 1
Yersinia ruckeri
it 98 S FR AT G T 181150 1
Klebsiella pneumoniae
AN 17163 1
Vibrio mimicus
LS 18J020 I
Exiguobacterium
acetylicum

E1

Fig.1 Construction of phylogenetic tree based on 16S rRNA sequence of Citrobacter fr
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Table 2 Results of drug sensitivity test of isolate strains determined by
disk method
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Table 3 Results of drug sensitivity test of isolated strains determined

by microbroth method
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